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Nghién ctru ty 1&é mang gene cagA va kiéu gene vacA cla vi khuan

Helicobacter pylori & bénh nhan bénh ly da day - ta trang
Nguyén Thj Mai Ngén*, Ha Thi Minh Thi**
(1) B6 mén Di truyén Y hoc, Trwdng Bai hoc Y - Duoc, Pai hoc Hué

Tém tat

Dit van dé: H. pylori 13 tac nhan gy ung thu da day thudc nhém |. Céc gene déc lyc cagA va vacA cla vi
khu&n nay déng vai trd quan trong trong co ché bénh sinh. D& tai nhdm cdc muc tiéu sau: (1) Xac dinh ty lé
mang gene cagA va kiéu gene vacA smi ctia H. pylori nhiém & cac bénh nhan bénh ly da day - ta trang. (2) Khao
sat mdi lién quan cla gene cagA va kiéu gene vacA smi vdi cdc bénh ly da day — ta trang. Déi twong va phuong
phap: Tién hanh nghién cttu trén 115 bénh nhan cé bénh ly da day — ta trang nhiém H. pylori. Kiéu gene cagA va
vacA dugc xac dinh bang ki thuat PCR. K&t qua: Ty |& H. pylori mang gene cagA 1a 80%. Hai t6 hop gene phd
bién nhat 13 cagA (+)/vacA s1m1il (39,1%) va cagA (+)/vacA s1m2il (25,2%). Ching cagA (+)/vacA s1m1il
cd ty & cao trong bénh loét da day - ta trang (59,3%), con chiing cagA (+)/vacA s1m2il chiém ty & cao trong
ung thu da day (75%). K&t ludn: Céc ching H. pylori cé ty |& mang gene cagA kha cao, kiéu gene vacA smi da
dang. T6 hop kiéu gene cagA (+)/vacA s1m1il cé lién quan loét da day - t4 trang, con t6 hop kiéu gene cagA
(+)/vacA s1m2il cé lién quan v@i ung thu da day.

Tir khoa: Helicobacter pylori, gene cagA, gene vacA, bénh ly da day — td trang.

Abstract
Prevalence of cagA gene and vacA genotypes of Helicobacter pylori

among patients with gastroduodenal disseases
Nguyen Thi Mai Ngan®, Ha Thi Minh Thi**
(1) University of Medicine and Pharmacy, Hue University

Background: Helicobacter pylori is an agent of gastric cancer that was classified as a group | carcinogen.
cagA and vacA genes of H. pylori play important roles in the pathogenesis of gastroduodenal diseases. This
research aimed to: (1) To determine the prevalence of cagA and vacA genotypes of H. pylori among patients
with gastroduodenal diseases. (2) To investigate the association between cagA and vacA genotypes and
gastroduodenal diseases. Patients and methods: One hundred and fifteen gastroduodenal disease patients
infected with H. pylori were enrolled in this study. cagA and vacA genotypes were determined by PCR. Result:
The rate of cagA-positive H. pylori strains was 80%. The most common genotype combinations were cagA (+)/
vacA s1m1il (39.1%) and cagA (+)/vacA s1m2il (25.2%). The cagA (+)/vacA s1m1il strain was predominant
in peptic ulcer group (59.3%), whereas the cagA (+)/vacA s1m2il strain accounted for a high rate in gastric
cancer group (75%). Conclusion: Prevalence of H. pylori strains carrying the cagA gene was quite high, and
vacA smi genotypes were diverse. cagA (+)/vacA s1m1il strain was associated with peptic ulcer disease while
cagA (+)/vacA s1m2il strain was associated with gastric cancer.

Key words: Helicobacter pylori, gene cagA, gene vacA, gastroduodenal diseases.

1. DAT VAN DE

Helicobacter pylori (H. pylori) 1a mot loai xoan
khuan Gram am, dwoc Waren va Mashall phan 1ap
[an dau tién tir mdt bénh nhan bj viém da day [1].
Khoang 50% dan s6 thé gi¢i nhiém loai vi khuan nay.
H. pylori 13 yéu t6 nguy co d6i vdi cac bénh ly da
day - t4 trang. Ty ndm 1994, T6 chirc nghién clru ung
thu quéc té€ (IARC) da xac nhan H. pylori 13 tdc nhan
gay ung thu da day thuéc nhém | [2]. Co ché bénh
sinh cGia bénh ly da day - ta trang do nhiém H. pylori
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chl yéu lién quan dén sy bién d6i di truyén giira
cac ching, dac biét 1a & cac gene tao doc t6 nhu
cytotoxin - associated gene A (cagA) va vacuolating
cytotoxin A (vacA).

Gene cagA ndm & doan cudi vung tiéu dao sinh
bénh cag (cag pathogenicity island: cagPAl), ma
héa cho protein CagA, dugc tim thay & khoang 70%
ching H. pylori. Su hién dién clda gene cagA lién
quan dén nhiéu bénh ly nhu viém da day, loét da
day — ta trang cling nhu lam tang nguy co ung thu
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da day. Gene vacA c6 & tat ca cac chdng H. pylori, ma
héa cho ddc t6 tao khdng bao VacA. Sy da dang trong
kiéu gene cla vacA duoc thé hién & ba vung chinh,
bao gdbm vung s (signal region) véi hai allele s1 va s2,
vung i (intermediate region) v&i hai allele i1 va i2, va
vung m (middle region) v&i hai allele m1 va m2. Sy két
hop cla cac bién thé nay tao nén cac ching véi mirc
do doc luc khac nhau. Chidng s1m1 thuwong co déc luc
manh; ching s2m2 hau nhu khéng cé doc lyc; con
déc tinh clia ching s1m2 thi phu thudc vao kiéu gene
vacA i, néu két hop vdi allele i1 thi cé kha nang tao
déc td khong bao, néu két hop allele i2 thi khéng cé
kha ndng nay [3].

Do d¢, viéc nghién ctru tinh trang mang gene
cagA va kiéu gene vacA smi cla H. pylori & cac bénh
nhan bénh ly da day - ta trang sé gdp phan lam séng
td co ché bénh sinh cling nhu xac dinh dugc nhirng
chding H. pylori co nguy co cao gdy nén cac tinh trang
bénh ly nang nhu ung thu. Day la mét trong nhirng
co' s& dé quyét dinh diéu trj tiét trir H. pylori cé chon
loc, moét trong nhirng muc tiéu cda y hoc chinh xac.
Chung t6i ti€n hanh dé tai nay nham 2 muc tiéu sau:

(1) Xdc dinh ty Ié mang gene cagA va kiéu gene
vacA smi cta H. pylori nhiém & cdc bénh nhén bénh
ly da day - td trang.

(2) Khdo sdat méi lién quan cta gene cagA va kiéu
gene vacA smi vdi cdc bénh ly da day - td trang.

2. pOI TUQONG VA PHUO'NG PHAP NGHIEN CU'U

2.1. Béi twong nghién ctru

Bénh nhan dén néi soi tai Trung tdm Tiéu hoda -
Noi soi, B&nh vién Pai hoc Y - Duwoc Hué vi cac dau
hiéu goi y bénh ly da day ta trang nhu day bung,
kho tiéu, dau thwgng vi, ndn, budn ndn, di cdu phan
den..., k&t qua ndi soi cé tén thwong niém mac da
day - ta trang va duoc chan doan nhiém H. pylori.
Thoi gian nghién clru tlr thang 6/2019 — 4/2021.

C& mau: N=115.

2.2. Phuwong phap nghién ctru

Budc 1: Chon mdu tai Trung tém Tiéu héa - Néi soi

- Bénh nhan cé k&t qua ndi soi véi thuong t6n da
day - ta trang va test nhanh urease duwong tinh duwoc
chon ngdu nhién vao nghién ctru.

- M3u sinh thiét da day sau khi thuc hién test nhanh
urease dugc cho vao 6ng dung dich TE va chuyén ngay
dén Bd mén Di truyén Y hoc, bdo quan & -20°C.

Budrc 2: Tdch chiét DNA tir mGu mé sinh thiét

- Mau md dugc nghién nhd va tach chiét DNA
theo protocol chuin cla bd sinh phdm Wizard
Genomic DNA Purification (Promega).
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- Kiém tra ndng d6 DNA va do tinh sach bang
may NanoDrop 2000.

Buwdc 3: Xac dinh gene cagA va cdc allele
vacA s1/s2, m1/m2 cua H. pylori bang ky thuat
Multiplex-PCR

S dung quy trinh Multiplex-PCR dugc t8i wu
héa béi Chattopadhyay [4].

- Trinh ty mdi nhv sau:

+ MBbi dac hiéu gene cagA [4]:

cagA-F: GTTGATAACGCTGTCGCTTC

cagA-R: GGGTTGTATGATATTTTCCATAA

+ Mbi xac dinh céc allele vacA s1/s2 [5]:

VAI-F: ATGGAAATACAACAAACACAC

VAI-R: CTGCTTGAATGCGCCAAAC

+ M0i xac dinh cac allele vacA m1/m2 [6]:

VAG-F: CAATCTGTCCAATCAAGCGAG

VAG-R: GCGTCAAAATAATTCCAAGG

- Thanh phan phan &ng: 12,5 pul GoTag Green
MasterMix (Promega), 10 pmol mdi mdi, 100 ng
DNA khuon mau va nudc cat cho da 25 pl.

- Piéu kién nhiét d6: Bién tinh ban dau: 95°C
trong 5 phut; 30 chu ky: bién tinh: 94°C trong 1 phat,
gan moi: 52°C trong 1 phut, kéo dai mdi: 72°C trong
1 phut; kéo dai cudi cung: 72°C trong 10 phut. Thyc
hién trén mdy luan nhiét Applied Biosystems 2720.

- San pham PCR duoc dién di trén gel agarose 2%
c6 bd sung Redview, hiéu dién thé& 80V, trong 2 gid,
kém thang chun 100 bp. Xem hinh anh dién di duéi
den cyc tim.

- Poc két qua:

+Pébi vdi gene vacA: Céac allele s1/52 va m1/m2
duoc xdc dinh dwa vao kich thudce sén phdm tuong
tng (vacA s1: 259 bp, vacA s2: 286 bp, vacA m1: 567
bp, vacA m2: 642 bp).

+Pébi vdi gene cagA:

Céac mau c6 san pham khuéch dai kich thuwéc 351
bp: két luan cagA (+).

Cac mau khong cé san pham khuéch dai twong
rng doan gene cagA duoc tiép tuc thuc hién thém
phan (ng PCR don mdi vdi cdp modi CAGT-F va
CAGT-R déc hiéu gene cagA [7]. Néu phan (rng nay
c6 san phadm twong &ng thi két luan cagA (+). Cac
mau khong cé san pham dwoc thyc hién phan ng
PCR v&i c3p moi dic hiéu viung «empty cagPAl” dé
khdng dinh tinh trang cagPAl (-) [8].

Buwéc 4: Xdc dinh cdc allele vacA i1/i2 cua H.
pylori béng ky thudt PCR

- Trinh ty mdi xac dinh cac allele vacA i1/i2 [9]:

VacFl: GTTGGGATTGGGGGAATGCCG

C1-R: TTAATTTAACGCTGTTTGAAG

C2-R: GATCAACGCTCTGATTTGA
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- Thye hién hai phan trng PCR v&i cling moi xudi VacF1, moi ngugc [an lugt 13 C1-R va C2-R dé xac dinh cac allele
vacA il va i2. Bidu kién phan (ng twong tw nhu trén, chi khac nhiét d6 gdn moi 1a 55°C.
- Cécallele i1/i2 dwoc xac dinh dya vao su xuat hién sdn pham & phan &ng dic hiéu, kich thwdc sdn pham
[an lwot 1a vacA il: 426 bp va vacA i2: 432 bp.

3. KET QUA
3.1. Ty lé céc ki€u gene cagA va vacA cha H. pylori
Bang 1. Ty |8 mang gene cagA va céc kiéu gene vacA cua H. pylori

Kiéu gene Soca Tylé%
cagA

Duong tinh 92 80,0
Am tinh 23 20,0
vacA

simlil 46 40,0
sim2il 33 28,7
sim2i2 17 14,8
s2m2i2 1 0,9
s1i1 (*) 4 3,5
Nhém hdn hop 14 12,2
Tong 115 100,0

(*) Khéng xdc dinh duoc kiéu gene vacA m.

Ty 1& H. pylori cagA (+) chiém 80,0%. T4t ca cac chiing déu mang gene vacA, trong dé kiéu gene vacA
s1m1i1 chiém ty |& cao nhat (40,0%) va kiéu gene vacA s2m2i2 chiém ty |& thip nhat (0,9%). Ngoai ra, ¢ 14
bénh nhan nhi&m hén hop nhiéu chliing H. pylori va 4 chiing khéng xac dinh dwoc kiéu gene vacA m.

Hinh 1A: K&t qua PCR da mdi xac dinh gene cagA va kiéu gene vacA sm cua H. pylori

M: Thang chuan 100 bp. M3u 1, 4, 11, 15, 17: cagA (-)/ vacA sIm1. Mau 2: cagA (-)/ vacA s1, khéng xac dinh
dugcvacA m. Mau 3,5, 9, 10, 14, 16: cagA (+)/ vacA sIm1. Mau 6, 7, 12, 13, 18: cagA (-)/ vacA sIm2. Mau
8: cagA (-)/ vacA s2m2.

Hinh 1B: Két qua PCR don moi xac dinh ki€u gene vacA i clia H. pylori

M: Thang chuan 100 bp. 14 giéng dau va 14 giéng sau theo th( ty |a san phdm PCR dic hiéu ki€u gene
vacA ilvavacAi2. Mau 1, 4,5,7,9, 12, 13, 14: vacA i1. M3u 2, 3, 6, 10: vacA i2. M4u 8, 11: vacA i1/i2

Bang 2. Mai lién quan giilta cac kiéu gene vacA va cagA cua H. pylori

Kiéu gene cagA
Tong (%) Duong tinh (%) Am tinh (%) P
sl 112 (97,4) 90 (97,8) 22 (95,7) 0,231
vVacAs s2 1(0,9) 0(0,0) 1(4,3)
s1/s2 2(1,7) 2(2,2) 0(0,0)
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m1 46 (40,0) 45 (48,9) 1(4,3) <0,001
m2 55 (47,8) 34 (37,0) 21(91,3) (*)
VacA m
mi1/m2 10 (8,7) 9(9,8) 1(4,3)
Khéng xdc dinh 4 (3,5) 4 (4,3) 0(0,0)
i1 89 (77,4) 84 (91,3) 5(21,7) <0,001
vacA i i2 18 (15,7) 2(2,2) 16 (69,6) (*)
i1/i2 8(7,0) 6(6,5) 2(8,7)

(*) Kiém dinh Fisher’s exact
Cé méi lién quan gilra gene cagA vai cac allele m1/m2, i1/i2 cGa gene vacA. Nhitng ching H. pylori cagA
(+) thuong két hop vdi céc allele vacA m1 va vacA il, trong khi d6 nhitng ching cagA (-) lai thuwong két hop
V@i cac allele vacA m2 va vacA i2, sy khac biét c6 y nghta théng ké. Khong ¢ méi lién quan gitra su két hop
cla cagA véi cac ki€u gene vacA s.
Bang 3. Ty |& cac t6 hop kiéu gene gilta cagA va vacA cla H. pylori

Kiéu gene cagA/vacA S6 ca Tylé%
cagA (+)/vacA sim1il 45 39,1
cagA (+)/vacA sim2il 29 25,2
cagA (+)/vacA s1m2i2 2 1,7
cagA (+)/vacA s1i1* 4 3,5
cagA (-)/vacA simlii 1 0,9
cagA (-)/vacA s1m2ii 4 3,5
cagA (-)/vacA sim2i2 15 13,0
cagA (-)/vacA s2m2i2 1 0,9
Nhém hén hop 14 12,2
Téng 115 100,0

(*) Khéng xdc dinh duoc kiéu gene vacA m.
Céc t6 hop kiéu gene phd bién |a cagA(+)/vacA s1m1il (39,1%) va cagA(+)/vacA s1m2il (25,2%). T6 hop
kiu gene cagA(-)/vacA s2m2i2 cé ty |& thap nhat.
3.2. Méi lién quan giira cagA, vacA cua H. pylori va cac bénh ly da day — ta trang
Bang 4. Phan b6 kiéu gene cagA theo cac nhdm bénh Iy da day ta trang

Kiéu gene Viém da day Lof; g;:zy ) Ung thu da day (Fisher"; exact)
cagA (+) 50 (74,6) 24 (85,7) 18 (90,0) 0.284
cagA () 17 (25,4) 4(14,3) 2 (10,0)

Tong 67 28 16

Khéng cé su khac biét ¢ y nghta thong ké vé ty 1é mang gene cagA cla cac ching H. pylori & cdc nhém
bénh ly da day - ta trang.
Bang 5. MGi lién quan gilta cic chling H. pylori phé bién véi cic nhdm bénh ly da day — té trang

Kiéu gene Viém da day Lof; (tira,é::y " Ungthwdaday (Fisher?s exact)
cagA (+) /vacA sim1il 27 (46,6) 16 (59,3) 2(12,5)

cagA (+) / vacA sim2il 11 (19,0) 6(22,2) 12 (75,0) 0,0004
Cdc té hop gene khdc* 20 (34,5) 5(18,5) 2(12,5)

Tong 58 27 16

(*) Khéng xét cac truang hop nhiém hon hop.
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Chang H. pylori c6 t6 hop kiéu gene cagA (+)/
vacA sim1il chiém ty |1é cao hon trong bénh ly loét
da day — ta trang so vd&i viéem da day va ung thu da
day, trong khi d6 ching t6 hop cagA(+)/vacA s1m2il
lai o ty |& dac biét cao trong bénh ly ung thw da day
so v@i viéem da day va loét da day — ta trang. Su khac
biét cé y nghia thdng ké.

4. BAN LUAN

4.1. Ty lé cac kiéu gene cagA va vacA cla H. pylori

H. pylori 1a nguyén nhan hang dau cha cac bénh
ly da day - ta trang, d3 duoc IARC xép vao nhom |
cla tac nhan gay ung thu da day. Nhitng chdng H.
pylori mang gene cagA (+) dugc xem 13 yéu t6 nguy
co cao. Hau hét cic nghién clru trén thé gidi cho
thay khodng 70% chung H. pylori c6 mang gene cagA
va ty 18 nay thay d6i tly theo khu vuc dia ly. Nghién
cru cla chung toi phat hién ty 1& H. pylori cagA (+)
13 80,0% (Bang 1). K&t qua nay tuong duong vdi mot
s6 nghién clru khac ciling dwoc thuc hién tai mién
Trung nhw nghién ctu cda tac gia Ha Thi Minh Thi
thye hién tlr ndm 2012 dén ndm 2017 cho thay
ty & cagA (+) 1a 71,4% [10] va nghién ctu cla tac
gid Phan Trung Nam (2017) |a 84% [8]. Tuy nhién,
nhirng nghién ctru dugc thyc hién & céc vung khac
cla Viét Nam lai cho thdy ty 1é chlng H. pylori cagA
(+) rat cao, |én dén 95,7% theo nghién clru cua tac
gid Tran Thién Trung (2010) thuc hién & thanh phd
H6 Chi Minh [11] va 95% theo nghién clru cla tac
gia Nguyén Lam Tung (2010) tai ca thanh phd H6 Chi
Minh va Ha Noi [12].

Gene vacA hién dién & tat ca cac chdng H. pylori
va c6 tinh da hinh cao. Ddc lyc lién quan gene vacA
thy thudc vao céc allele thuéc cac vung s, m, i cla
gene. T trudc dén nay, phan I&n céc nghién cliru
vé kiéu gene vacA chi tip trung vao hai vung s va
m cla gene nay. Gan day, vai tro cla cac allele i1 va
i2 trong bénh ly da day - t4 trang bat dau duoc cac
nha khoa hoc trén thé gidi quan tdm nghién ctu.
Tuy nhién, cac tac gid & Viét Nam hau nhu chi mai
tép trung nghién cru vung s va m, chi c6 mét vai tac
gid nghién clru vung i, nhung cac ky thuat sinh hoc
phan t& nham xac dinh cac kiéu gene nay déu duoc
thuc & nwdc ngoai nhu Y [8] va Nhat Ban [12]. Ching
t6i 1a nhém nghién clru trong nudc dau tién xac dinh
kiéu gene vacA & ca ba viing s, m va i. K&t qua cho
thdy chang H. pylori vacA sim1il chiém ty |é cao
nhat 40,0%, ké dén |a vacA s1m2il chiém 28,7% va
s1m2i2 chiém 14,8 %, nhitng chiing khéc co ty | rat
thap (Bang 1). Nghién ctru cua tac gid Phan Trung
Nam ciing ghi nhan kiéu gene vacA s1i1m1 chiém wu
thé véity 18 56%, tiép sau do lan luot 13 vacA sim2il
35% va s1m2i2 6,8% [8].

Trong nghién ctu nay, ching téi chi phat hién
mot ching mang kiéu gene vacA s2m2i2. Tac gia
Phan Trung Nam nghién ctru trén 88 bénh nhan
cling chi phat hién duoc 2 trvong hop twong ty [8].
Kiéu gene vacA s2m2i2 cé ty |é thap & cac ching H.
pyloritrén thé gidi va rat hi€ém & Viét Nam. Hién nay,
ngoai ching i va tac gia Phan Trung Nam chua co
tac gia Viét Nam ndo céng bd céc ching nay. Mot
s6 nghién ciru & nhirtng noi khéc trén thé gidi nhu
& Macau (Trung Quéc) va Iran con phat hién céc té
hop gene khac chwa duwgc ghi nhan & Viét Nam nhu
sim1i2, s2m1il, s2m1i2 va s2m2i1 [3], [13].

Nghién ctru cla chung téi con phat hién 12,2%
bénh nhan nhiém ddng thoi nhiéu ching H. pylori
(Bang 1). Tinh trang nhiém da chlng H. pylori cling
duoc ghinhan trong cac nghién clru khac nhu nghién
clru cla tac gia Pinto-Ribeiro (2016) thuc hién trén
272 bénh nhan bénh ly da day — ta trang thi cé dén
37,5% truwong hop nhiém da ching [3]; nghién ctu
cUa tac gia Tran Thién Trung (2013) trén 172 bénh
nhan nhiém H. pylori thi cé 17 trwong hop nhiém
hdn hop vacA m1/ m2 va 1 trwong hop cé hdn hop
kiu gene vacA s1/s2 [14].

Ngoai ra, két qua phan tich mai lién quan gitra sy
két hop gene cagA véi cac kiBu gene vacA smi & Bang
2 cho thay cac chlng H. pylori cagA (+) ¢ xu huéng
két hop vdi cac kiéu gene vacA m1i, i1, trong khi do
nhitng chiing khéng mang gene cagA lai thuwong két
hop véi cac ki€u gene vacA m2, i2 (p<0,001). Piéu
nay dwoc thé hién qua ty & cac t6 hop gene duoc
trinh bay & Bang 3, cu thé t6 hop gene chiém ty &
cao nhat 13 cagA (+)/vacA simlil, dirng hang tho
hai la cagA (+)/vacA sIm2il. Cac nghién cltu trén
thé& gidi cho thay rang doc lwc cla H. pylori cé lién
quan dén sy hién dién cla gene cagA, dong thoi cac
kiéu gene vacA s1 duwoc ghi nhan cé kha nang tao
ddc t6 manh hon céc kiéu gene vacA s2 va vacA il
manh hon vacA i2 [3], [9]. Nhu vay, c6 thé thay rang
trong cac chdng H. pylori lwu hanh tai Viét Nam thi
ty |é cta cac chdng cé déc luc manh 13 kha cao.

4.2. Mdi lién quan giiva cagA, vacA cua H. pylori
va cac bénh ly da day - ta trang

Cac nghién cru vé dich té hoc phan tir trén thé
gidi cho thdy sy da dang di truyén cla H. pylori ¢
thé [a nguyén nhan dan dén nhiéu hau qua khac
nhau trén |1&m sang. Nhiéu nghién ciru da lam rd
vai trd cla céc yéu t6 doc lwc cla H. pylori, trong sd
dé protein CagA va cac bién thé cla protein VacA I3
nhitng yéu td dugc quan tdm nhét.

Trong nghién ctru nay, ching t6i nhan thay rang
ty & cac chlng H. pylori cagA (+) déu rat cao & moi
nhém bénh ly da day - ta trang. Ty 1é nay |én dén 90%
trong nhom ung thu da day, cac nhém loét da day —
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ta trang va viém da day cd ty |& H. pylori cagA (+) lan
lwot 1a 85,7% va 74,6%. Tuy nhién, phan tich & Bang
4 cho thay sy khac biét nay khéng cé y nghia théng
ké. Nghién clru cua cac tac gia Phan Trung Nam va
Nguyén Lam Tung ciing dua ra két luan twong tu [8],
[12]. Tac gia Shiota d3 nhan dinh rang cic ching H.
pylori & chau A c6 ty |é cagA (+) rat cao, vi vay hau
nhu khéng c6 sy khac biét vé ty 1é cagA (+) gilra céc
nhom bénh ly da day - ta trang, va cagA khéng phai
Ia chi diém sinh hoc duy nhat dé danh gia cac hau
qua l1am sang do H. pylori gay ra [15].

Mac du tat ca céc ching H. pylori déu c gene vacA
nhung doc tinh tao khéng bao thay d6i rat dang ké
gitra cac chdng va sy khac biét nay phu thudc vao cac
ki€u gene & vung smi. Ching vacA sIm1 cé kha ning
tao khdng bao manh, trdi lai chiing vacA s2m2 hau nhw
khéng thé hién déc tinh, con nhitng ching vacA s1m2
khi két hop vdi vacA il thi cé kha nang sinh déc t6
nhung két hop véi vacA i2 thi khd nang nay khéng con
nita [3]. Cac nghién ctru trén thé gidi déu cho thay cac
chlng H. pylori c6 t6 hop gene cagA (+)/vacA sim1il
va cagA (+)/vacA s1m2il 1a nhitng chiing dwgc xem co
déc tinh cao nhat, cac ching nay cling chiém ty |é cao
nhat trong nghién ctru cdia chidng tdi. Khi khao sat mai
lién quan gitta nhitng t& hop gene nay védi cac bénh
ly da day - t4 trang, két qua & Bang 5 cho thay t6 hop

gene cagA (+)/vacA sim1il cé ty & cao nhat & nhém
bénh ly loét da day - ta trang v&i 59,3%, cao hon cd y
nghia théng ké so v&i nhém viém da day va ung thu da
day. Trong khi d6, t6 hop gene cagA (+) / vacA s1m2il
chiém dén 75% trong nhdm ung thu da day, cao hon
¢6 y nghia théng ké so véi nhdm loét da day - ta trang
va viém da day.

Nhu vay, c6 méi lién quan gilra cac t6 hop gene
dbc tinh cao v&i cac bénh ly da day - ta trang. Viéc
xac dinh dic diém sinh hoc phan tlr clia céc chlng
H. pylori gitip xac dinh dwoc nhém bénh nhan nhiém
ching cé déc tinh cao, day 1a mét yéu td tién luong
vé hau qua |am sang, gilp bac sicé ké hoach diéu tri,
theo d&i va du phong phu hop.

5. KET LUAN

Qua nghién ctru gene cagA va vacA cla cic
chting H. pylori nhiém trén 115 bénh nhan da day -
ta trang, chung téi rat ra cac két ludn nhu sau:

- Cac chdng H. pylori co6 ty |&é mang gene cagA
kha cao (80%), kiéu gene vacA smi da dang. Hai t&
hop gene phd bién nhat 13 cagA (+)/vacA simlil
(39,1%) va cagA (+)/vacA s1m2il (25,2%).

- T6 hop kidu gene cagA (+)/vacA sim1il cé lién
quan loét da day - ta trang, con t6 hop kiéu gene cagA
(+)/vacA s1m2i1 cé lién quan véi ung thu da day.
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